Supplementary
: Using bisulfite-treated genomic DNA of selected NPC cell lines as template, the CpG-rich promoter region was amplified using the primer designed by MethPrimer. The purified PCR products were cloned into the TA cloning vector, pMD18T (TakaRa Biotechnology, Dalian, China) and used to transform DH5α competent cells. Sequencing results were analyzed by the QUMA program (http://quma.cdb.riken.jp/) from RIKEN Center of Developmental Biology. Results shown that most CpG sites in NPC cell lines were methylated, while the CpG sites were mostly unmethylated in the two immortalized nasopharyngeal epithelial cell lines, NP69 and NP460.
